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Figure 1 shows a schematic of the ion processor. In a), the general scheme including ion % HER . Figure 7. Myoglobin full-MS profile spectrum and zoom in of m/z 738 envelope
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ion processor, a steel aperture acts as entrance lens. DC potentials are changed as a function l.,/-"ﬂ\J w0 ] 1m0 applications. For TMT1l-plex TKO standard, >2.3x protein groups could be quantified for
of time in order to transfer ions between the regions and prior to extraction into the analyzer. .\‘3:/ = identical experimental and processing conditions (500ng sample, 50min gradient).
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@ I TN Jnrep Jie acd ' Figure 5. a) MS/MS spectrum of MRFA m/z 524 for low number of ions recorded at 200Hz. Figure 8. a) Identified protein groups for 8-minute HeLa DIA experiments. b) Comparison
Capillary H . 1t Trapping b) C_omparlson of Ultramark m/z 1522 MS/MS spectrum between Astral analyzer and c) of Orbitrap Astra MS and Orbitrap Exploris MS for TMT applications.
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ure reg©® R 0] lon Capacity: Trapping capacity and linear response with injection time is crucial for many A powerful new ion processor_suitable for high-paced t_axtraction (200 Hz) into a novel_analyzer
b) Low presos_3 el 9 applications. This was probed by scanning ion accumulation time under varying conditions like has beer_l de_veloped. It comprises of two pressure regions that have an aperture!ess mterfgge.
2K\ T 50 for example varying isolation windows. Intensities of individual ion species and overall ion =~ The device is capable of ion fragmentation, fast ion transfer and can handle ion capacities
= current have been evaluated. A typical example can be found in Figure 6. >>10° charges. Combined with the novel Astral analyzer it is ideally suited for a wide range of
g . s scientific applications.
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