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HIGH CONTENT GENE EXPRESSION 
ANALYSIS USING TRAC: 
A MAGNETIC PROPOSITION
For a full understanding of gene expression patterns related to transcriptional changes, a high content system 

capable of analysing multiple genes in many samples at once could provide greater efficiency, both in terms of 

direct costs and time. The new TRAC (TRanscriptional Analysis with the aid of Affinity Capture) technology is a novel 

assay procedure enabling simultaneous multiplex gene expression analysis from large sample numbers.  
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